Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.007 Å; R factor = 0.054; wR factor = 0.192; data-to-parameter ratio = 9.8.
In the title salt, C 7 H 8 NO 2 + ÁCl À , the cation and anion are linked by an O-HÁ Á ÁCl hydrogen bond. The three-dimensional crystal structure is stabilized by N-HÁ Á ÁO and N-HÁ Á ÁCl hydrogen bonds.
Related literature
For related structures, see: Athimoolam & Natarajan (2007) ; Gracin & Fischer (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: DIAMOND (Brandenburg & Berndt, 1999) ; software used to prepare material for publication: SHELXL97. 
Comment
We intended to prepare a cerium(III) complex of p-aminobenzoic acid. However, we obtained crystals of the title salt, and we report here its crystal structure.
In the title salt, the asymmetric unit consists of one p-aminobenzoic acid cation and one chloride anion (Fig. 1) .
The amine group is protonated and the C4-N1 bond length is 1.471 (7) Å. In the crystal structure of 4-carboxyanilinium(2R, 3R)-tartrate (Athimoolam & Natarajan, 2007 ) the amine group is also protonated and the values of the corresponding C-N bond lengths are 1.464 (6) Å and 1.476 (5) Å.
In the crystal structures of the α-polymorph of p-aminobenzoic acid (Athimoolam & Natarajan, 2007) and β-polymorph of p-aminobenzoic acid (Gracin & Fischer, 2005 ) the amino group is not protonated. For the α-polymorph the C-N distance is 1.372 (5) Å; for the β-polymorph the distance is 1.408 (3) Å.
The hydrogen bonds listed in Table 1 result in a crystal structure generated by inversion and glide symmetry (Fig. 2 ).
Experimental
To a solution containing p-aminobenzoic acid (1.37 g, 10 mmol) in ethanol (30 ml), a solution of cerium(III) chloride (1.24 g, 5 mmol) in methanol (15 ml) was added with stirring for 2 h at 323 K, and then the solution was filtered. Colourless crystals suitable for X-ray crystal structure analysis were obtained from the filtered solution over a period of two weeks.
Refinement
All H atoms were located in a difference Fourier map and refined freely; Csp Fig. 1 . The asymmetric unit of the title structure. Displacement ellipsoids are drawn at the 50% probability level. Hydrogen atoms are shown as spheres of arbitrary radius. 
